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Como medir?
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Como medir?
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Fig.1- Fg; € Qgr em andlises de caracteristicas neutrais.[sl



Como medir?
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Context

Local adaptation
Sexual selection
Speciation
Evolutionary stasis
Human-induced

evolution

Artificial selection

Conservation

Management

Transcriptomics

Human evolution

Species

Rana temporaria'®, Tyto alba*,

Helianthus maximiliani*'!,

various tree species®’

Silene latifolia***
Pundamilla spp*®, Larus spp***
Antichiropus variabilis**®,

Pinus pinastris®®

Thlaspi caerulescens', Rana

temporaria®, Arabidopsis halleri'*’

Oryza sativa'’®, Zea mays™*®

Arabis fecunda',
Araucaria araucana'™

Liatris scariosa***, Salmo trutta®
Salmo salar®®

Homo sapiens®

Como aplic

Inference

Identification of natural selection as a cause of broad-scale
clinal variation in morphological and life-history traits

Identification of sex-specific selection as the cause of
evolution of sexual dimorphism

Adaptive divergence maintains species integrity despite
high gene flow

Identification of selective constraints explaining
phenotypic uniformity across species ranges

Demonstrations of how human-induced habitat changes
can either cause or impair adaptation

Demonstrations of how selective breeding shapes
diversification and population structuring of crop species

Demonstrations thatsetting conservation priorities should
not be based only on neutral marker diversity, and that

Q. —F__comparisons can be used to identify populations
that are suitable for translocation

Identification of units or populations that are suitable for
translocation or stocking

Identification of genes under selection using the
distribution of Q__ values of transcription levels

Identification of adaptive phenotypic differentiation
among human populations

Fig. 2 - Exemplos de aplicagdes de comparagdo Fg; - Qgr.14]



Como aplicar?

Biologia da Conservagdo

LFgr Tosr

P. balsamifera

Necessdrio amostrar e
conservar 2
subpopulagoes

Necessdrio amostrar e
conservar ho minimo 6
subpopulagoes

Andlise apenas com Fgr subestima amostra
necessdria para conservagdo de sucesso
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Conclusao

Alteragoes
Estudos Qg7 - Fsr antropogenicas

Identificar diferentes respostas
evolutivas de (sub)populagoes
expostas ao mesmo estimulo

Redefinir estratégias
de conservagdo

Identificar selegdo sexual
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